Protein: P09619 - metric: balanced accuracy

Total (train): 859 ROC curve Pareto Chart with Highlighted Best Attempt
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Protein: P09619 - metric: f1

Total (train): 859 ROC curve Pareto Chart with Highlighted Best Attempt
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Protein: PO9619 - metric: precision

Total (train): 859 ROC curve Pareto Chart with Highlighted Best Attempt
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900 A

400 A

300 A

Count

200 -

100 -

Active Inactive

Activity type

Confusion Matrix

14

True label

Predicted label

Confusion Matrix (nomr.)

True label

Predicted label

40 _Inactwezune

SO S SO S S S S | S

100

0.8

0.7

0.6

0.5

—- 0.4

- 0.3

- 0.2

Protein: P09619 - metric: SoftVotingXGBoostEnsemble
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