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Pareto Chart with Highlighted Best Attempt
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XGBoost Parameters| Value

alpha 1.156

colsample bytree 0.7552

gamma 0.6145

= AUC_train = 1.000
- AUC_test = 0.945

lambda 4.4763

=== Random

0.8 1.0

learning_rate 0.4016

max_depth 7.0

min_child_weight 3.0

n_estimators 5/70.0
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reg_lambda 0.0845

scale_pos_weight 3.7877

subsample 0.8502
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Metric

Train Test

AUC

0.9997 0.9447

dccuracy

0.9864 0.875

balanced accuracy

0.9836 0.874

recall_(sens)

1.0 0.8796

specificity

0.9671 0.8684

precision

0.9773 0.9048

f1_score

0.9864 0.8753
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0.7821

gamma

0.0217
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2.419
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0.0352

max_depth
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min_child_weight
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n_estimators
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reg_lambda
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scale_pos_weight
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Train

Test

AUC
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0.9516

dccuracy

0.985

0.8913

balanced accuracy

0.9829

0.8879

recall_(sens) 0.9954 0.9074
specificity 0.9704 0.8684
precision 0.9795 0.9074
f1_score 0.985 0.8913
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