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Protein: P21917 - metric: balanced_accuracy
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Pareto Chart with Highlighted Best Attempt
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XGBoost Parameters| Value
alpha 0.5253
colsample bytree 0.7453
gamma 0.2129
—— AUC._train = 0.996 lambda 1.1119
- AUC _test =0.929
Ll learning_rate | 0.0687
0.8 1.0
max_depth 4.0
min_child_weight 1.0
n_estimators 673.0
reg_alpha | 0.8551
reg lambda | 0.7983
scale_pos_weight 1.9249
subsample 0.6125
== train: 0.031
- test: 0.0998
-—-—- perfectly_calibrated
0.8 1.0
Metric Train Test
AUC 0.9961 0.9291
accuracy 0.9761 0.8708
balanced accuracy 0.9797 0.8659
recall_(sens) 0.992 0.8492
specificity 0.9674 0.8826
precision 0.9433 0.7985
f1_score 0.9762 0.8716
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Protein: P21917 - metric: precision

Total (train): 1423 ROC curve
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Pareto Chart with Highlighted Best Attempt

Trials
Pareto Front Trials

@ Best Trial (# 2742)
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XGBoost Parameters| Value
alpha 0.7002
colsample bytree 0.565
gamma 0.1708
—— AUC._train = 1.000 lambda 4.2069
- AUC_test =0.927
Ll learning_rate | 0.0885
0.8 1.0
max_depth 10.0
min_child_weight 2.0
/’f n_estimators 753.0
reg alpha | 0.2822
- reg lambda | 0.0791
scale_pos_weight 1.3728
subsample 0.82
== train: 0.0104
- test: 0.098
-—-—- perfectly_calibrated
0.8 1.0
Metric Train Test
AUC 0.9997 0.9274
accuracy 0.9909 0.8736
balanced accuracy 0.9929 0.8609
recall_(sens) 1.0 0.8175
specificity 0.9859 0.9043
precision 0.9748 0.824
f1_score 0.9909 0.8735




Protein: P21917 - metric: SoftVotingXGBoostEnsemble
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