Protein: P31645 - metric: balanced accuracy

Total (train): 2581

ROC curve

y
(=]
—_—
¥

1600 -
1.0
1400
0.8
1200
1000
0.6
Q
©
Q@
E =
8 800+ S
@
2
|_
0.4
600 -
(J’
e
,!
400 - P
0.2 o
e
,I
,/
e
200 -
0.0
0 -
Active Inactive 0.0 0.2
Activity type
Confusion Matrix 350
1.0
300
0 38
250
O
E 200
© 0.8
2
= — 150
1- 25
— 100
, -0 0 0.6
0 1 2
Predicted label 'g
o
©
-
e
Confusion Matrix (nomr.) 0.9 E
L 0.4
0.8
0.7
r
,!
_ ,/
@ e
[ 0.2 $
@
2
= - 04 7
- 0.3 27
- 0.2 0.0 i
0.1
Predicted label 0.0 0.2
Active/lnactive probability
35— lnactwezuneiActwezune
: i :
30 - i
I
I
= i
8 20 - |
D I
o |
I
I
I
I
I
1
I
I
I
I
1
I
I
I
I

Difference in Train-Test balanced_accurac
= = = = =
N i~ S & o

(=]
=
]

Pareto Chart with Highlighted Best Attempt
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Protein: P31645 - metric: f1

Total (train): 2581 ROC curve
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Protein: P31645 - metric: precision

Total (train): 2581 ROC curve Pareto Chart with Highlighted Best Attempt
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Protein: P31645

- metric: SoftVotingXGBoostEnsemble

Total (train): 2581 ROC curve o
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