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XGBoost Parameters

Value

alpha

0.862

colsample bytree

0.5079

gamma

0.9621

lambda

2.9963

learning_rate

0.0384

max_depth

9.0

min_child_weight

1.0

n_estimators

968.0

reg_alpha

0.0176

reg_lambda

0.8057

scale_pos_weight

1.7173

subsample

0.8527
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- test: 0.1003
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Metric

Train

Test

AUC

0.9961

0.9352

dccuracy

0.9663

0.8718

balanced accuracy

0.9625

0.8691

recall_(sens) 1.0 0.8953
specificity 0.925 0.8429
precision 0.9425 0.875
f1_score 0.9662 0.8716




Protein: P48039 - metric: f1

Total (train): 624 ROC curve Pareto Chart with Highlighted Best Attempt
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