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Protein: Q8WW43 - metric: balanced_accuracy

ROC curve
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Pareto Chart with Highlighted Best Attempt
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Score balanced_accuracy (Test)

XGBoost Parameters

Value

alpha

4.2434

colsample bytree 0.6024
gamma 0.4384

lambda 3.4211
learning_rate 0.0216
max_depth 8.0
min_child_weight 4.0
n_estimators 984.0

reg_alpha

0.6764

reg_lambda 0.6729
scale_pos_weight 1.3815
subsample 0.8151
= train: 0.0322
- test: 0.0583
perfectly _calibrated
1.0
Metric Train Test
AUC 0.9919 0.9637
accuracy 0.9611 0.936

balanced accuracy

0.9589

0.9256

recall_(sens) 0.9528 0.8962
specificity 0.965 0.955
precision 0.9287 0.9048
f1_score 0.9612 0.9359
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Protein: Q8WW43 - metric: 1

Total (train): 1310 ROC curve Pareto Chart with Highlighted Best Attempt
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XGBoost Parameters

Value

alpha 2.4557

colsample bytree 0.5156

gamma 0.0698

lambda 1.6488

Random

1.0

learning_rate 0.023

max_depth 9.0

min_child_weight 3.0

n_estimators 367.0
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reg_lambda 0.3158

scale_pos_weight 1.9598

subsample 0.5131
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Metric

Train Test

AUC

0.9868 0.9623

dccuracy

0.9466 0.9329

balanced accuracy

0.9482 0.9258

recall_(sens) 0.9528 0.9057
specificity 0.9436 0.9459
precision 0.8899 0.8889
f1_score 0.947 0.9331




Protein: Q8WW43 - metric: SoftVotingXGBoostEnsemble
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