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3.3427

colsample bytree

0.7303

gamma

0.0242

= AUC_train = 1.000
- AUC_test = 0.967

lambda

3.928

=== Random

0.8 1.0

learning_rate

0.1492

max_depth

8.0

min_child_weight

1.0

n_estimators

376.0

reg_alpha

0.3282

reg_lambda

0.5551

scale_pos_weight

3.4607

subsample

0.7906

= train: 0.0034
- test: 0.0871
-=-= perfectly_calibrated

0.8 1.0

Metric

Train

Test

AUC

1.0

0.9666

dccuracy

0.9968

0.8894

balanced accuracy

0.9968

0.8896

recall_(sens)

1.0

0.9573

specificity

0.9936

0.822

precision

0.9936

0.8421

f1_score

0.9968

0.8889




Protein: Q92769 - metric: precision

Total (train): 937
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XGBoost Parameters| Value
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